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regulatory information)& =3t &, §42 =& Y E
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g)iE dlole2iE 9% 24 TA(Gene regulatory
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2 polsioinh. ol dF W= AHgsle] A7
BE o5t A7AEA) 2 =gl B 4 vk

Subramani [12]+= A& 28}t &3 do]gHo] A F o}
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Zhang [13]2 E@ o] gt g AE do]E <l
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23] SVM(Support Vector Machine) ©]-&3t Hlo|1H g
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